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Table 1. List of designed primers

A gils” g5 Sl Y ST
Number of nucleotides Sequence Primer
12 TTGCCGATGCAC R2020
15 TGGAGTTCCCTTTCA R3021
21 GCCCAACTTCCTGAACGTAGC R4022
20 TACCAAAAAGGGGGAGATTG R5023

21 TACGGGAAGGGGTGACGTTCC R6024
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Table 2. Trait, mean, phenotypic variance, genotypic variance and heritability of some traits studied
in recombinant inbred line population of rice
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(we1%) Genotypic Phenotypic Sl Trait
Heritability (%) variance variance ~ Mean £ standard
error
( 55 plis )
29.49 0.0277 0.0939 300.03+3.87 _ o) €2 2
Plant height (mm)
- &£
24.49 0.01587 0.0648 29.08+2.35 (et o 52 I
Length of flag leaf (mm)
6.65 0.01916 0.2878 12484144 (o) 228 2 22
Width of flag leaf (mm)
PES NP
10.46 0.02345 0.2241 18.25+2.35 . o
Number of tillers
13.95 0.0556 0.3984 48.65+3.47 (050 250
Yield (gr)
é s Ve e Oy
25.26 0.5878 2.3265 40.65+4.24 _ 274120 035
Weight of 100 seeds (gr)
dfﬁ PHERRPY
6.91 0.08878 1.2847 18.35+1.18 '
Number of empty seeds
BIEHEEIREY
9.84 0.2222 2.2563 19.66+3.12 .
Number of filled seeds
U.A.J.lf.x.p)gb- U gy slde
7.87 0.09875 1.2536 45.35+4.22 .
Number of day to 50% blooming date
6.26 0.07845 1.2523 47.65+3.27 (Gs 55002 dob
Length of growth period (day)
() 0 35Y5 sl
2.75 0.03545 1.2889 45.37+1.15 o PO
Gelatinization temperature (°C)
Jipls
3.97 0.06489 1.6329 39.45+2.32 .
Gel consistency
(MJ)) J}L:AT J‘..,\.E.A
3.37 0.04578 1.3548 68.77+3.20
Amylase content (%)
- HEY
3.83 0.03587 0.09345 5.11+3.54 . (Foisle) > 5
Grain length (mm)
: 5 g £\l
29.49 0.0277 0.0939 300.03+3.87 _ (o) 2 1
Plant height (mm)
b LT 3 (b DM (guyp T Jour
Table 3. Analysis of polymorphism information according to primers
Sl sy il frolow 4 &S (sbvasl dluss W slwib sluxs WA Mo 3O
U s S T‘Jéllf J&N&b f o f l:élx“*h') o
Marker index Polvmorohic otal o umber o Numb.ero olymorphism primer
. olymorp bands  monomorphic bands polymorphism bands (%)
information content
49.277 0.6742 443 - 443 56.79  R2020
46.202 0.7327 262 - 262 50.38 R3021
42.599 0.7494 432 - 432 47.47 R4022
39.904 0.8075 312 - 312 40 R5023
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Figure 1. The classification of recombinant population derived from the cross of Nada and Hashemi
rice cultivars according to Jaccard coefficient and uses UPGMA method
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Table 4. Calculating values of 19 initial of major component

(SO oy polie wo o 039 polis oo
Cumulative variation (%) Variation (%) Eigen values Eigen
37.41 37.41 48.64 1
46.52 9.11 11.84 2
51.23 471 6.13 3
54.28 3.04 3.96 4
56.10 1.82 2.26 5
57.87 1.77 2.30 6
59.23 1.44 1.87 7
60.63 1.33 1.70 8
61.86 1.23 1.59 9
62.95 1.09 142 10
63.96 1.00 1.30 11
64.87 0.91 1.18 12
65.76 0.89 1.16 13
66.62 0.85 1.10 14
67.46 0.84 1.09 15
68.27 0.80 1.04 16
68.96 0.69 0.90 17
69.63 0.67 0.87 18
70.30 0.66 0.86 19
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Abstract
Background and Objectives
In genetic studies in addition to utilization of molecular markers based on genomic DNA, one can
also use retrotranspostion or jumping genes as a marker to identify genetic characterization and
diversity in the plant species. Since the retrotransposesons have transferable motive they tend to
move along the genome. The movement is a key figure to induce alteration at the genomic
structure. Thus, this reinforces the genome to boost the expression of some genes and/or silence
the other genes. Furthermore, retrotranspostions are able to affect the activity of genes transcription at
the organelles and biotic and abiotic stresses.
Materials and Methods
In the present study, retrotranspostion iPBS marker was used to assess genetic characterization of
130 inbred lines of rice which were derived from hybridization of Neda and Hashmi rice
cultivars. In this study, 4 primers were used which were able to produce 2990 bands and among
them1449 were polymorphic.
Results
According to amplification of polymorphic primers analysis, R2020 primer showed totally 443
polymorphic bands and had 56.79% bands with the highest polymorphism among all the primers.
None of primers showed any single polymorphic band.
Discussion
Cluster analysis classified inbred lines of rice into two groups. Parental lines along with 146, 148,
149, 151 and 154 lines were in one group and 67, 68 and 82 lines were fit into another group with
close distance to the parental lines. In terms of the presence of retrotransposition genes these lines
possess the most genetic similarity to the parental lines. The information which was revealed by
the findings of the presented study indicated that iPBA markers can be assigned to trace the
genetic mapping in order to assess the molecular genetics of the characteristics of the line within
a plant population in the breeding program.
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